Introduction
Ingested alcohol is metabolized to acetaldehyde by alcohol dehydrogenase (ADH), which is then metabolized to acetic acid by aldehyde dehydrogenase (ALDH). ALDH2 which has a low Km value is regarded as the critical ALDH isoenzyme that determines an individual's intolerance to alcohol. Genotyping or phenotyping of ALDH2 is essential for genetic, clinical, or epidemiological studies of alcohol-related diseases. Since it is not always feasible to collect blood samples; other biological materials, such as scraped mucous membranes, urine, hair roots or fingernails can be used. Gene analysis using fingernail DNA has been reported (Kaneshige et al. 1992) but the proteinase K method is rather time consuming and may fail to extract DNA from manicured or smudgy nails as exemplified by Fig. IA The mean recovery of DNA in the 10 nail samples was 0.33 ,ug/10 mg nail.
The composition of the 3 genotypes, the 2 phenotypes and the genotype-phenotype agreement are shown in by the previous processing of heterozygous nails for ALDH2 genotyping on 4 atypical or mutant homozygotes (lanes 1-4) and on 2 typical or normal homozygotes (lanes 5-6). 50% (46/92), and 5% (5/92), respectively for the males. Those for female were 57% (16/28), 21% (6/28), and 21% (6/28), and those for both sexes were 48% (57/120), 43% (52/120), and 9% (11/120), respectively. The sensitivity of the TAST for differentiating a normal homozygote from the other 2 genotypes based on the non-flushing reaction would be 85%
(35/41) and the corresponding specificity would be 76% (39/51) for the males. Similarly, the values for females were 94% (15/16) and 75% (9/12), respectively, and the values for both sexes were 88% (50/57) and 76% (48/63), respectively. also to nail clippings, and it yields consistent genotyping results. It may be more flexible for mass processing in human genetics or in epidemiological studies than the use of blood samples. The proportion of the 3 genotypes for all the subjects in the present study is comparable to that previously reported (Takase and Takada, 1991) , but there seems to be a discrepancy based on sex, which is probably due to the small size of the data sample.
The TAST might be influenced by an individual's drinking experience, particularly for females, and it could affect the results of the TAST. However, the sensitivity or specificity of the TAST observed in the present study is comparable to that previously reported based on more than 500 workers (Takeshita et al. 1994) . A relatively small sample size and neglect of the ADH genotype might partially explain the differences. 
